SEQUENCE LISTING 
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<170> Patentln version 3.1 

<210> 1 

<211> 7 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Peptide containing a cysteic acid residue 



<220> 

<221> MISC_FEATURE 

<222> (5) . . (5) 

<223> Xaa = cysteic acid 



<400> 1 

Leu Arg Arg Ala Xaa Leu Gly 



<210> 2 

<211> 4 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Digested peptide fragment after cleavage with peptidyl-aspartate 
metalloendopeptidase (Asp-N) 

<400> 2 



Leu Arg Arg Ala 
1 



<210> 3 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Undigested betamethyl aminoethylcysteine modified peptide 
<220> 

<221> MIS C_FE ATURE 

<222> (5) . . (5) 

<223> Xaa = beta-methyl aminnoethylcysteine 



<220> 

<221> MISC_FEATURE 

<222> (8) . . (8) 

<223> Xaa = nitrotyrosine 



<400> 3 

Glx Phe Arg Pro Xaa Gly Phe Xaa Glu 
1 ' 5 



<210> 4 

<211> 9 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Undigested phosphorylated peptide 
<220> 

<221> MIS COFEATURE 

<222> (5) . . (5) 

<223> Xaa = phosphotyrosine 



<220> 

. <221> MISC_FEATURE 

<222> (8) . . (8) 

<223> Xaa = nitrotyrosine 



<400> 4 

Glx Phe Arg Pro Xaa Gly Phe Xaa Glu 
1 5 



<210> 5 
<211> 13 
<212> PRT 



2 



<213> 



Artificial Sequence 



<220> 

<223> Peptide containing an aminoethylcysteine modification 
<220> 

<221> MIS C_FE ATURE 

<222> (6) . . (6) 

<223> Xaa = aminoethylcysteine (K*) 



<400> 


5 




Asn Lys Pro Pro Arg Xaa Pro 


Val Val Glu Leu 


1 


5 


10 


<210> 


6 




<211> 


15 




<212> 


PRT 




<213> 


Artificial Sequence 




<220> 






<223> 


Peptide containing a 


phosphoserine 


<220> 






<221> 


MISC FEATURE 




<222> 


(7) . . (7) 




<223> 


Xaa = phosphoserine 





<400> 6 

Asn Lys Lys Pro Pro Arg Xaa Ser Pro Val Val Glu Leu Ser Lys 
1 5 10 15 



<210> 


7 


<211> 


13 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


unmodified peptide 


<400> 


7 



Asn Lys Pro Pro Arg Ser Pro Val Val Glu Leu Ser Lys 
15 10 



<210> 8 

<211> 23 

<212> PRT 

<213> Artificial Sequence 
<220> 



3 



<223> Guanidinated MARCKS peptide 
<220> 

<221> MISC_FEATURE 

<222> (1) . . (5) 

<223> Xaa = guanidinylysine 



<220> 

<221> MISC_FEATURE 

<222> (8) . . (8) 

<223> Xaa = aminoethylcysteine (K*) 



<220> 

<221> MISCJFEATURE 

<222> (10) . . (12) 

<223> Xaa = guanidinylysine 



<220> 

<221> MISC_FEATURE 

<222> (14) . . (14) 

<223> Xaa = aminoethylcysteine (K*) 



<220> 

<221> MISC_FEATURE 

<222> (19) . . (20) 

<223> Xaa = guanidinylysine 



<220> 

<221> MISC_FEATURE 

<222> (22) . . (23) 

<223> Xaa = guanidinylysine 



<400> 8 

Xaa Xaa Xaa Xaa Xaa Arg Phe Xaa Phe* Xaa Xaa Xaa Phe Xaa Leu Ser 
1 5 10 15 



Gly Phe Xaa Xaa Asn Xaa Xaa 
20 



9 
8 

PRT 

Artificial Sequence 
<220> 

<223> Acetylated MARCKS peptide after cleavage with endoproteinase Lys- 
C (Lys-C) 



<210> 
<211> 
<212> 
<213> 



4 



<220> 

<221> MIS C_FE ATURE 

<222> (8) . . (8) 

<223> Xaa = aminoethylcysteine (K*) 



<400> 9 



Lys Lys Lys Lys Lys Arg Phe Xaa 
1 5 



<210> 10 

<211> 12 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Acetylated MARCKS peptide after cleavage with endoproteinase Lys- 
C (Lys-C) 

<220> 

<221> MIS C_FE ATURE 

<222> (8) . . (8) 

<223> Xaa - aminoethylcysteine (K*) 



<220> 

<221> MI SC_FE ATURE 

<222> (12) . . (12) 

<223> Xaa - aminoethylcysteine (K*) 



<400> 10 

Lys Lys Lys Lys Lys Arg Phe Xaa Phe Lys Lys Xaa 
1 5 ~ 10 



<210> 11 

<211> 19 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Acetylated MARCKS peptide after cleavage with endoproteinase Lys- 
C (Lys-C) 

<220> 

<221> MISC_FEATURE 

<222> (8) . . (8) 

<223> Xaa = aminoethylcysteine 



<220> 

<221> MI SC_FEATURE 
<222> (12) . . (12) 



5 



<223> 



Xaa = aminoethylcysteine 



<220> 

<221> MISC__FEATURE 

<222> (19) . . (19) 

<223> Xaa = aminoethylcysteine 



<400> 11 



Lys Lys Lys Lys Lys Arg Phe Xaa Phe Lys Lys Xaa Phe Lys Leu Ser 
15 10 15 



Gly Phe Xaa 



<210> 12 

<211> 25 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Acetylated MARCKS peptide after cleavage with endoproteinase Lys- 
C (Lys-C) 

<220> 

<221> MIS COFEATURE 

<222> (8) . . (8) 

<223> Xaa = aminoethylcysteine 



<220> 

<221> MIS COFEATURE 

<222> (12) . . (12) 

<223> Xaa = aminoethylcysteine 



<220> 

<221> MISC_FEATURE 

<222> (19) . . (19) 

<223> Xaa = aminoethylcysteine 



<400> 12 

Lys Lys Lys Lys Lys Arg Phe Xaa Phe Lys Lys Xaa Phe Lys Leu Ser 
1 5 10 15 



Gly Phe Xaa Phe Lys Lys Asn Lys Lys 
20 25 



<210> 13 



6 



<211> 8 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Acetylated MARCKS peptide after cleavage with endoproteinase Lys- 
C (Lys-C) 

<220> 

<221> MIS C_FE ATURE 

<222> (1)..(1) 

<223> Xaa = aminoethylcysteine 



<220> 

<221> MISC_FEATURE 

<222> (8).. (8) 

<223> Xaa = aminoethylcysteine 



<400> 13 

Xaa Phe Lys Leu Ser Gly Phe Xaa 



<210> 14 

<211> 7 

<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> Acetylated MARCKS peptide after 
C (Lys-C) 

<220> 

<221> MIS COFEATURE 

<222> (1) . . (1) 

<223> Xaa = aminoethylcysteine 



<400> 14 

Xaa Phe Lys Lys Asn Lys Lys 
1 5 



<210> 15 

<211> 12 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Acetylated MARCKS peptide after 
C (Lys-C) 



cleavage with endoproteinase Lys- 



cleavage with endoproteinase Lys- 



<220> 



<221> 
<222> 
<223> 



MISC_FEATURE 
(1) . . (1) 

Xaa = aminoethylcysteine 



<220> 



<221> MISC_FEATURE 
<222> (5) . . (5) 

<223> Xaa = aminoethylcysteine 



<220> 

<221> MISC_FEATURE 

<222> (12) . . (12) 

<223> Xaa = aminoethylcysteine 



<400> 15 

Xaa Phe Lys .Lys Xaa Phe Lys Leu Ser Gly Phe Xaa 
15 10 



<210> 16 

<211> 13 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Acetylated MARCKS peptide after cleavage with endoproteinase Lys- 
C (Lys-C) 

<220> 

<221> MIS C_FE ATURE 

<222> (7).. (7) 

<223> Xaa = aminoethylcysteine 



<400> 16 

Phe Lys Leu Ser Gly Phe Xaa Phe Lys Lys Asn Lys Lys 
1 5 10 



<210> 17 

<211> 18 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Acetylated MARCKS peptide after cleavage with endoproteinase Lys 
C (Lys-C) 

<220> 

<221> MIS COFEATURE 

<222> (1) . . (1) 

<223> Xaa = aminoethylcysteine 



8 



<220> 

<221> MISC_FEATURE 

<222> (5).. (5) 

<223> Xaa = aminoethylcysteine 



<220> 

<221> MISC_FEATURE 

<222> (12) . . (12) 

<223> Xaa = aminoethylcysteine 



<400> 17 

Xaa Phe Lys Lys Xaa Phe Lys Leu Ser Gly Phe Xaa Phe Lys Lys Asn 
15 10 15 



Lys Lys 



<210> 18 

<211> 13 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic phosphoserine peptide 
<220> 

<221> MISC_FEATURE 

<222> (8).. (8) 

<223> Xaa = phosphoserine 



<400> 18 

Gly Arg Thr Gly Arg Arg Asn Xaa lie His Asp lie Leu 
1 ~ 5 10 



<210> 19 

<211> 19 

<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> Synthetic phosphoserine peptide 
<220> 

<221> MIS C_FEATURE 

<222> (15) . . (15) 

<223> Xaa = phosphoserine 



9 



<400> 19 



Asp Leu Asp Val Pro lie Pro Gly Arg Phe Asp Arg Arg Val Xaa Val 
15 10 15 

Ala Ala Glu 



<210> 20 

<211> 28 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic phosphoserine peptide 
<220> 

<221> MIS C_FE ATURE 

<222> (6) . . (6) 

<223> Xaa = phosphoserine 



<400> 20 

Ser Leu Arg Arg Ser Xaa Cys Phe Gly Gly Arg He Asp Arg He Gly 
15 10 15 



Ala Gin Ser Gly Leu Gly Cys Asn Ser Phe Arg Tyr 
20 25 



<210> 21 

<211> 11 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic phosphoserine peptide 
<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<223> Xaa = phosphoserine 



<400> 21 



Ly's Arg Pro Xaa Gin Arg His Gly Ser Lys Tyr 
15 10 



<210> 
<211> 



22 
7 



10 



<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic phosphoserine peptide 
<220> 

<221> MISC_FEATURE 

<222> (5) . . (5) 

<223> Xaa = phosphoserine 



<400> 22 

Leu Arg Arg Ala Xaa Leu Gly 



<210> 23 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic phosphoserine peptide 



<220> 

<221> MIS C_FE ATURE 

<222> (5) . . (5) 

<223> Xaa = phosphoserine 



<400> 23 

Glx Phe Arg Pro Xaa Gly Phe Tyr Asp 
1 5 



<210> 24 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic phosphotyrosine peptide 
<220> 

<221> MIS C_FE ATURE 

<222> (5) . . (5) 

<223> Xaa = phosphotyrosine 



<400> 24 

Glx Phe Arg Pro Xaa Gly Phe Tyr Asp 
1 5 



11 



<210> 25 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic phosphotyrosine peptide 
<220> 

<221> MIS C_FE ATURE 

<222> (3) . . (3) 

<223> Xaa = phosphotyrosine 



<400> 25 

Lys Arg Xaa lie Arg Arg 
1 5 



<210> 26 
<211> 16 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Alpha- si casein peptide from 
oteinase Lys-C (Lys-C) 

<220> 

<221> • MIS C_FEATURE 
<222> (4) . . (4) 

<223> Xaa = aminoethylcysteine 



<220> 

<221> MIS C_FE ATURE 

<222> (6) . . (6) 

<223> Xaa = aminoethylcysteine 



<220> 

<221> MIS COFEATURE 

<222> (12) . . (12) 

<223> Xaa = methionine sulfone 



co-digestion with trypsin and endopr 



<400> 26 

Asp lie Gly Xaa Glu Xaa Thr Glu Asp Gin Ala Xaa Glu Asp lie Lys 
15 .10 15 



<210> 27 
<211> 13 
<212> PRT 



12 



<213> 



Artificial Sequence 



<220> 

<223> Alpha- si casein peptide from co-digestion with trypsin and endopr 
oteinase Lys-C (Lys-C) 



<220> 

<221> MIS COFEATURE 

<222> (1) . . (1) 

<223> Xaa = aminoethylcysteine 



<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = aminoethylcysteine 



<220> 

<221> MIS COFEATURE 

<222> (9) . . (9) 

<223> Xaa = methionine sulfone 



<400> 27 



Xaa Glu Xaa Thr Glu Asp Gin Ala Xaa Glu Asp lie Lys 
1 5 10 



<210> 28 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Alpha- si casein peptide from co-digestion with trypsin and endopr 
oteinase Lys-C (Lys-C) 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = aminoethylcysteine 



<220> 

<221> MIS C_FEATURE 

<222> (7) . . (7) 

<223> Xaa = methionine sulfone 



<400> 28 

Xaa Thr Glu Asp Gin Ala Xaa Glu Asp lie Lys 
1 5 10 



13 



<210> 29 

<211> 14 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Alpha- si casein peptide from co-digestion with trypsin and endopr 
oteinase Lys-C (Lys-C) 



<220> 

<221> MIS C__FE ATURE 

<222> (10) . . (10) 

<223> Xaa = aminoethylcysteine 



<400> 29 

Val Pro Gin Leu Glu lie Val Pro Asn Xaa Ala Glu Glu Arg 
15 10 



<210> 30 

<211> 10 

<212> PRT 

<213> Artificial Sequence 



<220> 

<22 3> Alpha- si casein peptide from co-digestion with trypsin and endopr 
oteinase Lys-C (Lys-C) 



<220> 

<221> MIS C_FEATURE 

<222> (10) . . (10) 

<223> Xaa = aminoethylcysteine 



<400> 30 

Val Pro Gin Leu Glu lie Val Pro Asn Xaa 

1 5 .10 



<210> 31 

<211> ' 12 

<212> PRT 

<213> Artificial Sequence 

<220> N 

<223> Alpha- s2 casein peptide from 
oteinase Lys-C (Lys-C) 

<220> 

<221> MISC_FEATURE 

<222> (6) . . (6) 

<223> Xaa = aminoethylcysteine 



co-digestion with trypsin and endopr 



14 



<400> 31 

Thr Val Asp Met Glu Xaa Thr Glu Val Phe Thr Lys 
15 10 



<210> 32 

<211> 7 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Alpha- s2 casein peptide from co-digestion with trypsin and endopr 
oteinase Lys-C (Lys-C) 

<220> 

<221> MIS C_FEATURE 

<222> (1) . . (1) 

<223> Xaa = aminoethylcysteine 



<400> 32 



Xaa Thr Glu Val Phe Thr Lys 
1 5 



<210> 33 

<211> 25 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Beta casein peptide from co-digestion with trypsin and endoprotei 
nase Lys-C (Lys-C) 

<220> 

<221> MIS COFEATURE 

<222> (15).. (15) 

<223> Xaa - aminoethylcysteine 



<220> 

<221> MIS COFEATURE 

<222> (17) . . (19) 

<223> Xaa - aminoethylcysteine 



<400> 33 

Arg Glu Leu Glu Glu Leu Asn Val Pro Gly Glu lie Val Glu Xaa Leu 
1 5 10 15 



Xaa Xaa Xaa Glu Glu Ser lie Thr Arg 
20 25 



15 



<210> 34 

<211> 19 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Beta casein peptide from co-digestion with trypsin and endoprotei 
nase Lys-C (Lys-C) 

<220> 

<221> MISC_FEATURE 

<222> (15) . . (15) 

<223> Xaa - aminoethyl cysteine 



<220> 

<221> MIS COFEATURE 

<222> (17) . . (19) 

<223> Xaa - aminoethylcysteine 



<400> 34 

Arg Glu Leu Glu Glu Leu Asn Val Pro Gly Glu He Val Glu Xaa Leu 
1 5 10 15 



Xaa Xaa Xaa 



<210> 35 

<211> 18 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Beta casein peptide from co-digestion with trypsin and endoprotei 
nase Lys-C (Lys-C) 

<220> 

<221> MISC__FEATURE 

<222> (15) . . (15) 

<22 3> Xaa - aminoethylcysteine 



<220> 

<221> MIS COFEATURE 

<222> (17) . . (18) 

<223> Xaa - aminoethylcysteine 



<400> 35 

Arg Glu Leu Glu Glu Leu Asn Val Pro Gly Glu He Val Glu Xaa Leu 
1^5 10 15 



16 



Xaa Xaa 



<210> 36 

<211> 17 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Beta casein peptide from co-digestion with trypsin and endoprotei 
nase Lys-C (Lys-C) 

<220> 

<221> MIS COFEATURE 

<222> (15) . . (15) 

<223> Xaa - aminoethylcysteine 



<220> 

<221> MIS COFEATURE 

<222> (17) . . (17) 

<223> Xaa - aminoethylcysteine 



<400> 36 



Arg Glu Leu Glu Glu Leu Asn Val Pro Gly Glu lie Val Glu Xaa Leu 
1 5 10 15 



Xaa 



<210> 37 

<211> 15 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Beta casein peptide from co-digestion with trypsin and endoprotei 
nase Lys-C (Lys-C) 

<220> 

<221> MISC_FEATURE 

<222> (15) . . (15) 

<223> Xaa - aminoethylcysteine 



<400> 37 

Arg Glu Leu Glu Glu Leu Asn Val Pro Gly Glu lie Val Glu Xaa 
1 ~ 5 10 15 



17 



<210> 38 

<211> 16 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Beta casein peptide from co-digestion with trypsin and endoprotei 
nase Lys-C (Lys-C) 

<220> 

<221> MIS COFEATURE 

<222> (3) . . (3) 

<223> Xaa - aminoethylcysteine 



<400> 38 

Phe Gin Xaa Glu Glu Gin Gin Gin Thr Glu Asp Glu Leu Gin Asp Lys 
1 5 10 15 



<210> 39 

<211> 14 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Beta casein peptide from co-digestion with trypsin and endoprotei 
nase Lys-C (Lys-C) 



<220> 

<221> MIS C_FEATURE 

<222> (1) . . (1) 

<223> Xaa - aminoethylcysteine 



<400> 39 

Xaa Glu Glu Gin Gin Gin Thr Glu Asp Glu Leu Gin Asp Lys 
15 10 



<210> 40 

<211> 25 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> MARCKS peptide from co-digestion with trypsin and endoproteinase 
Lys-C (Lys-C) 



<220> 

<221> MIS C_FEATURE 

<222> (1)..(1) 

<223> Xaa = N-acetyl- lysine (ac-K) 



18 



<220> 

<221> MISC_FEATURE 

<222> (8) . . (8) 

<223> Xaa a aminoethylcysteine 



<220> 

<221> MISC_FEATURE 

<222> (12) . . (12) 

<223> Xaa = aminoethylcysteine 



<220> 

<221> MISC_FEATURE 

<222> (19).. (19) 

<223> Xaa = aminoethylcysteine 



<400> 40 



Xaa Lys Lys Lys Lys Arg Phe Xaa Phe Lys Lys Xaa Phe Lys Leu Ser 
15 10 15 



Gly Phe Xaa Phe Lys Lys Asn Lys Lys 
20 25 



<210> 41 
<211> 19 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> MARCKS peptide from co-digestion with trypsin and endoproteinase 
Lys-C'(Lys-C) 

I 

<220> 

<221> MIS C_FE ATURE 
<222> (lj . . (1) 

<223> Xaa = N-acetyl- lysine (ac-K) 



<220> 

<221> MIS COFEATURE 

<222> (8) . . (8) 

<223> Xaa = aminoethylcysteine 



<220> 

<221> MIS COFEATURE 

<222> (12) . . (12) 

<223> Xaa = aminoethylcysteine 



<220> 



19 



<221> MISC__FEATURE 

<222> (19).. (19) 

<223> Xaa = aminoethylcysteine 



<400> 41 



Xaa Lys Lys Lys Lys Arg Phe Xaa Phe Lys Lys Xaa Phe Lys Leu Ser 
15 .10 15 



Gly Phe Xaa 



<210> 42 

<211> 12 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> MARCKS peptide from co-digestion with trypsin and endoproteinase 
Lys-C (Lys-C) 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = N-acetyl- lysine (ac-K) 



<220> 

<221> MIS COFEATURE 

<222> (8) . . (8) 

<223> Xaa = aminoethylcysteine 



<220> 

<221> MIS C_FE ATURE 

<222> (12) . . (12) 

<223> Xaa = aminoethylcysteine 



<400> 42 

Xaa Lys Lys Lys Lys Arg Phe Xaa Phe Lys Lys Xaa 
1 ' 5 10 



<210> 43 

<211> 8 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> MARCKS peptide from co-digestion with trypsin and endoproteinase 
Lys-C (Lys-C) 



<220> 

<221> MIS COFEATURE 

<222> (1)..(1) 

<223> Xaa = N-acetyl- lysin (ac-K) 



<220> 

<221> MISC_FEATURE 

<222> (8).. (8) 

<223> Xaa = aminoethylcysteine 



<400> 43 

Xaa Lys Lys Lys Lys Arg Phe Xaa 
1 5 



<210> 44 

<211> 17 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> MARCKS peptide from co-digestion with trypsin and endoproteinase 
Lys-C (Lys-C) 

<220> 

<221> MIS COFEATURE 

<222> (4) . . (4) 

<223> Xaa - aminoethylcysteine 



<220> 

<221> MISC_FEATURE 

<222> (11) . . (11) 

<223> Xaa - aminoethylcysteine 



<400> 44 

Phe Lys Lys Xaa Phe Lys Leu Ser Gly Phe Xaa Phe Lys Lys Asn Lys 
1 5 10 15 



Lys 



<210> 45 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> MARCKS peptide from co-digestion with trypsin and endoproteinase 
Lys-C (Lys-C) 



21 



<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<223> Xaa - aminoethylcysteine 



<220> 

<221> MIS COFEATURE 

<222> (11) . . (11) 

<223> Xaa - aminoethylcysteine 



<400> 45 



Phe Lys Lys Xaa Phe Lys Leu Ser Gly Phe Xaa 
1 5 10 



<210> 46 

<211> 7 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> MARCKS peptide from co-digestion with trypsin and endoproteinase 
Lys-C (Lys-C) 

<220> 

<221> MIS COFEATURE 

<222> (7) . . (7) 

•<223> Xaa - aminoethylcysteine 



<400> 46 

Phe Lys Leu Ser Gly Phe Xaa 



<210> 47 

<211> 7 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> MARCKS peptide from co-digestion with trypsin and endoproteinase 
Lys-C (Lys-C) 

<220> 

<221> MIS C_FE ATURE 

<222> (1) . . (1) 

<223> Xaa - aminoethylcysteine 



<400> 47 
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Xaa Phe Lys Lys Asn Lys Lys 



<210> 48 

<211> 6 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> N-terminal His6-tag 
<400> 48 

His His His His His His 



<210> 49 

<211> 13 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> GRK2 peptide from digestion with endoproteinase Lys-C (Lys-C) 



<220> 






<221> 


MISC 


FEATURE 


<222> 


(5) 


"(5) 


<223> 


Xaa - 


- aminoethylcysteine (K*) 


<400> 


49 




Asn Lys Pro 


Arg Xaa Pro Val Val Pro Glu 


1 




5 10 


<210> 


50 




<211> 


11 




<212> 


PRT 




<213> 


Artificial Sequence 


<220> 






<223> 


GRK2 peptide from digestion with 


<220> 






<221> 


MISC 


FEATURE 


<222> 


(3) .' 


. (3) 


<223> 


Xaa 


- aminoethylcysteine (K*) 



<400> 50 

Pro Arg Xaa Pro Val Val Pro Glu Leu Ser Lys 
1 5 10 
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<210> 51 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> GRK2 peptide from digestion with endoproteinase Lys-C (Lys-C) 
<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaa - aminoethylcysteine (K*) 



<400> 51 

Xaa Pro Val Val Pro Glu Leu Ser Lys 
1 5 



<210> 52 

<211> 12 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Beta-tubulin peptide from digestion with endoproteinase Lys-C (Ly 
s-C)/Asp-N codigest 



<220> 

<221> MI SC_FEATURE 

<222> (6) . . (6) 

<223> Xaa = beta-methyl aminoethylcysteine (K-T*) 



<400> 52 

Asp Glu Met Glu Phe Xaa 
1 5 



Glu Ala Ser Asn Met Asn 
10 



<210> 53 

<211> 12 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Beta-tubulin peptide from digestion with endoproteinase Lys-C (Ly 
s-C)/Asp-N codigest 



<220> 

<221> MIS COFEATURE 

<222> (3) . . (3) 

<223> Xaa = methionine sulfoxide (M**) 
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<220> 

<221> MIS COFEATURE 

<223> Xaa = beta-methyl aminoethylcysteine (K-T*) 



<400> 53 

Asp Glu Xaa Glu Phe Xaa Glu Ala Ser Asn Met Asn 
15 10 



<210> 54 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Beta-tubulin peptide from digestion with endoproteinase Lys-C 
s-C)/Asp-N codigest 

<220> 

<221> MIS COFEATURE 

<222> (6) . . (6) 

<223> Xaa - beta-methyl aminoethylcysteine (K-T*) 



<400> 54 

Asp Glu Met Glu Phe Xaa 
1 5 



<210> 55 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Beta-tubulin peptide from 
s-C)/Asp-N codigest 

<220> 

<221> MIS C_FEATURE 

<222> (3) . . (3) 

<223> Xaa = methionine sulfoxide 



digestion with endoproteinase Lys-C 



(M** ) 



<220> 

<221> MISC_FEATURE 

<222> (6) . . (6) 

<223> Xaa = beta-methyl aminoethylcysteine 



<400> 55 



Asp Glu Xaa Glu Phe Xaa 
1 5 
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<210> 56 

<211> 10 

<212> PRT 

<213> Artificial 



Sequence 



<220> 

<223> Beta-tubulin peptide from digestion with endoproteinase Lys-C (Ly 
s-C)/Asp-N codigest 

<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<223> Xaa = beta-methyl aminoethylcysteine 



<220> 

<221> MIS C_FEATURE 

<222> (4) . . (4) 

<223> Xaa = aminoethylcysteine (K*) 



<400> 56 

Asp Leu Val Xaa Glu Tyr Gin Gin Tyr Gin 
1 5 10 



<210> 57 

<211> 7 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Beta-tubulin peptide from digestion with endoproteinase Lys-C (Ly 
s-C)/Asp-N codigest 

<220> 

<221> MIS COFEATURE 

<222> (1) . . (1) 

<223> Xaa = aminoethylcysteine 



<400> 57 

Xaa Glu Tyr Gin Gin Tyr Gin 
1 5 
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